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Af – Wet (rains all year long)

A – Tropical Climate

Aw - Wet summer and dry winter (savanna)

Am - Monsoon

As - Dry summer and wet winter

Köppen–Geiger climate classification system

B – Semiarid Climate

BSh - Hot steppe

C – Subtropical humid Climate

Cfa – With hot summer

Cfb – With warm summer
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Csb – and warm summer
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Methodology

Germplasm sampled from 1978 to 2008

Germplasm belongs to UFRGS Oat Breeding Program

- Program started in 1974

- First cultivars released in 1982, from lines developed in 1978

Experiments conducted at UFRGS Experimental Station

Genetic progress analysis

92 genotypes
28 cultivars

64 inbred lines

Year of line development = time when the 

genotype was considered a pure line (bulked)

With fungicide (2010-2011)

Without fungicide (2010)

Segmented linear regression (SegReg software)

First triennium: 1977-1979 (1978)

Last triennium: 2007-2009 (2008)

Year of line development were grouped in ten 3-year periods
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Total: 24.71%
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Harvest Index

Genetic Progress

Total: 18.24%

Annual:   0.61%
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200

250

300

350

400

450

500

1975 1980 1985 1990 1995 2000 2005 2010

N
u

m
b

e
r 

o
f 

p
a
n

ic
le

s
•m

-2

Year of genotype development

y = 413 R2 = 0.16

y = 337
y = 303 +1.6x

R2 = 0.04

y = 245

y = 287

R2 = 0.17



Legend:

all genotypes 

higher value genotypes within each triennium 

lower value genotypes within each triennium
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CROWN RUST

Epidemics last from 70 to 100 days
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Genetic Progress without fungicide
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Increase of 98.5%

from 1999 on

Pyrenophora chaetomioides

(Dreschelera avenae)
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