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They are associated with traditional farming systems 

and are not the result of premediate crop improvement  
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Methods 

genotype 

AFLP ISSR 
bulk 

25 plantlets 

Å4 selective 

primers pairs 

ÅABI PRISM 377 

XL 
(Boczkowska et al., 2014) 

Å8 primers 

ÅABI 3130xl 

Genetic Analyzer 
(Boczkowska and Tarczyk, 2013) 

 


